. List of transcription factors which are encoded by the S. pennellii alleles in introgression line IL IL6-2 but not IL6-2-2 nucleic acid binding / transcription factor/ zinc ion IPR007087
Transcription initiation factor TFIID subunit 12 IPR003228
Ethylene-responsive transcription factor 1 IPR001471 transcription factor-related IPR011990
BHLH transcription factor IPR011598 MADS-box transcription factor 3 IPR002487
Transcription initiation factor IIE subunit beta IPR017935
WRKY transcription factor 32 IPR003657
AT-TCP20 transcription factor IPR005333 Transcription factor bHLH135 IPR001092 bZIP family transcription factor IPR011616 transcriptional factor B3 family protein IPR003340
YABBY like transcription factor IPR006780 EIN3 ETHYLENE-INSENSITIVE3 transcription factor IPR006957 nucleic acid binding / transcription factor/ zinc ion binding IPR007087
GAGA-binding transcriptional activator IPR010409
Heat stress transcription factor A-1b IPR000232 Supplementary Table S3 . Metabolic profiling of the leaves of KARI antisense lines by GC-MS. Values are presented as mean ± SE from six independent samples and expressed relative to the wild type control. Those determined by the Student's t-test (P<0.05) to be different from the wild type are set in bold.
WT Line 3
Line 5 Line 6 Line 7 Amino acid Alanine 1.00 ± 0.12 1.18 ± 0.13 0.72 ± 0.06 0.63 ± 0.08 0.98 ± 0.10 Valine 1.00 ± 0.10 0.62 ± 0.06 0.70 ± 0.11 0.59 ± 0.11 1.07 ± 0.07 Isoleucine 1.00 ± 0.07 0.79 ± 0.07 0.92 ± 0.11 0.49 ± 0.09 1.05 ± 0.10 Leucine 1.00 ± 0.07 0.71 ± 0.03 0.78 ± 0.08 0.52 ± 0.07 1.00 ± 0. 
